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» Antimicrobial resistance —
the greatest challenge to global health

» Last resort antibiotics — carbapenems
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CONCLUSIONS

Human-associated Klebsiella strains were found in treated wastewater from
Zagreb WWTP

All isolates had carbapenemase genes and produced carbapenemases

Clinically important K. pneumoniae ST629 harbored two ARGs for resistance to
two last-resort antibiotics associated with plasmid transfer

Treated wastewater could potentially serve as secondary reservoir and source
for carbapenemase-producing Klebsiella and their further spread into the
environment

More effective wastewater treatment should be implemented to reduce the
spread of these highly resistant pathogens into the environment
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